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“…named for Georges 
Seurat to invoke the 
analogy between the 

intricate spatial patterning 
of single cells and a 
pointillist painting.” 

(doi: 10.1038/nbt.3192)

https://dx.doi.org/10.1038%2Fnbt.3192


Seurat workflow

• Add metadata
• Merge Seurat 

objects
• Normalize data
• Find genes with 

variable gene 
expression

• Scale data
• Run PCA reduction

Processing individual 
Seurat objects

Split Seurat objects 
and identify 
anchors (genes) to 
“integrate” objects 

Integrating 
Seurat objects

UMAP reduction and 
visualization

Plotting and clustering


